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Pr Jean-Claude MANUGUERRA , Professeur, chef de l'unité "Environment and Infectious risks"

*Name of the writer : Jean-Claude MANUGUERRA

TOR 1 AND 2: SERVICES PROVIDED

1. Activities as a centre of research, expertise, standardisation and dissemination of techniques within the remit of the mandate given by WOAH

Category Title of activity Scope

1/ Workshop «Biosafety in diagnostic laboratories

1/ One workshop on "Biosafety in diagnostic
laboratories" was held at Institut Pasteur of Dakar

(IPD) in November 2025. The objective was to train
scientists on Biosafety principle and processes

regarding risk assessment and handling of
potentially infected biological samples. This

workshop included 13 participants from the animal
virology (8) and human virology (5) sectors from 8

countries belonging to the One-Health Secure
network. 2/ One workshop on "Quality (ISO

standards) in diagnostic laboratories" was held at
Institut Pasteur of Dakar (IPD) in November 2025.
The objective was to train scientists on Quality
principles, standards, and processes regarding

diagnostic for Public Health and veterinarians. This
workshop included 13 participants from the animal
virology (8) and human virology (5) sectors from 8

countries belonging to the One-Health Secure
network. 3/ A Webinar was organized for the One-
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Training, capacity building (true)

for Public Health and Veterinarian » for the One-
Health Secure Network 2/ Workshop «Quality in

diagnostic laboratories for Public Health and
Veterinarian » for the One-Health Secure Network
3/ Webinar on Genomic Surveillance of Pathogens

in the environment for the One-Health Secure
Network 4/ Webinar on bat coronaviruses: State of
the art 5/ Mini-symposium “Enhancing pandemic

preparedness: Collaborative strategies for rapid
response mobile laboratories and minimum
standards for field operations” 6/ In-person

trainings

Health Secure network regarding current technics in
Genomic surveillance of Pathogens in the
environment (Air, Water, etc.). Almost 100

participants from animal virology, human virology,
and medical entomology, Public Health and animal
Health sectors belonging to 22 countries of the One-
Health Secure network participated. 4/ Participation

to a French webinar in the framework of the National
Action Plan for Bats (Action 2 Health Monitoring),

with a presentation describing the challenges
encountered in studying bat coronaviruses and
technological solutions. This webinar brought
together nearly 200 participants from various

backgrounds within the scientific, associative, and
administrative communities involved in this field. 5/
Participation to a mini-symposium organized in the

framework of the 30th European Congress on
Tropical Medicine and International Health
Conference in Hamburg, Germany, with a

presentation describing the role of RRML* in the
public health response to the health crisis, with an

example from field with the international
deployment in Mayotte, France. *Rapid Response

Mobile Laboratory 6/ Four trainings were conducted
for avian-associated infections in humans (French
Guiana), cattle-associated infections in humans
(Senegal), bat-associated infections in humans

(Hungary) and rabies and related-lyssavirus human
infections (Tunisia)

INSTEAD: Surveillance and early detection of West
Nile (WNV) and Usutu (USUV) arboviruses The West

Nile (WNV) and Usutu (USUV) arboviruses,
transmitted by mosquitoes and maintained in birds,

are becoming endemic in Europe, representing a
growing threat in France. The objective of the

INSTEAD project is to enhance surveillance and
expedite the detection of these viruses through an
integrated “One Health” approach, which unites 17
laboratories and a diverse array of local and national

stakeholders. The organization is developing
innovative detection tools for equine encephalitis
and co-constructing a cross-sector monitoring

system to improve preparedness for these emerging
risks. AMAZED : Monitoring arbovirus emergence

using a “One Health” approach The AMAZED project
investigates the mechanisms behind arbovirus

emergence using a “One Health” approach across
several overseas territories, including French Guiana,

the Caribbean, the South Pacific, Cameroon, and
mainland France. It will assess how anthropogenic

changes (including climate change and human
encroachment into natural areas through resource
exploitation and agricultural expansion) impact the

emergence of vector-borne viruses. The project aims
to test hypotheses and evaluate risks associated with

entomological and human factors by comparing
tropical, insular, continental, and temperate contexts.

The project has lead to the development of
strategies and tools for surveillance of arbovirus

circulation in resident wildlife, to prevent the



- -

WOAH Collaborative Centre Reports Activities 2025

3

emergence of these viruses, thereby mitigating the
risk of related epidemics. CCHF-OneTrack study This
project proposes integrated One Health surveillance
of Crimean-Congo hemorrhagic fever virus (CCHFV)

in Algeria and Tunisia, two countries where viral
circulation is silent but documented in ticks and

ruminants sensu lato, particularly camelids, with no
confirmed human cases to date. It aims to fill major

knowledge gaps about the level of endemicity,
human and animal exposure, and the genomic
diversity of circulating strains, in a context of

geographical expansion of the virus linked to climate
change, livestock movements, and migratory birds.
Based on a partnership between Algeria, Tunisia, and

France the aim has been to implement integrated
vector-animal-human surveillance at high-risk sites

to: estimate endemicity in different domestic species
(>700 ruminants, dromedaries), measure exposure of
at-risk occupational groups, detect the virus in ticks

and recent hosts, and characterize strains
genomically. OneBAT project: One Health approach
to understand, predict and prevent viral emergencies

from bats The primary objective of OneBAT is to
investigate the trigger for viral spillovers from

European bats to humans or domestic animals,
focusing on the bat Miniopterus schreibersii and

high-consequence viruses (filoviruses,
coronaviruses, lyssaviruses). Within this project, we
are more specifically in charge of the development

of methodological tools (WP4) and their application
for the screening and the analysis of the samples,
including: 1/ dedicated multiplexed serological
analysis tools based on Luminex technology or
seroneutralization tools (using viruses or viral
pseudotypes), 2/ specific or broad-spectrum

molecular detection systems, 3/ cell models that can
be used for viral isolation and to evaluate the
spectrum of infectivity, and 4/ environmental

analysis tools used on the colony sites (such as air
virome analysis). Combined with the

epidemiological data collected, the results obtained
will provide a better understanding of viral

circulation in these animals. These methodological
approaches could also be extended to other reservoir

animal species. SPAIR project: Study of Pesticide
Effects on Animal Immunological Resistance The
global objective of the SPAIR project is to assess
pesticides (such as rodenticides, herbicides and

insecticides) as potential drivers of the
emergence/re-emergence of infectious disease at
the French scale, in rodents and bats sharing the

same living areas as humans. The SPAIR project will
be implemented along 3 complementary axes,

combining field studies in selected geographical
areas and in vitro approaches, with 1/ assessment of
the circulation of targeted pathogens in rodents and

bats, 2/ assessment of the pesticide exposome of
these two animal categories and 3/ evaluation of the

impact of pesticides on virus infection and host
immune response using in vitro models. This study

will be carried out both retrospectively, using an
existing collection of biological samples, and
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Zoonoses (true)
Sero-surveys and molecular screening of zoonoses

at the human-animal interface

prospectively by expanding the existing collection
during the project at the selected study sites (i.e.
sites with pesticides). Henipa-ECO: Circulation of

parahenipaviruses in shrews and assessment of their
zoonotic potential in France. The HENIPA-ECO

project aims to understand the biology of
parahenipaviruses using an integrative, multi-scale
approach, by describing their diversity, determining

their host-species range, assessing their zoonotic
potential, understanding how these viruses persist in

their reservoir hosts and deciphering the factors
underlying prevalence in time and space in the

different host species. Rodent-Borne Pathogens -
Survey of urban rat populations in Metropolitan

France Wild urban rats could carry several zoonotic
agents, including Seoul Hantavirus and rat hepatitis

E virus (Rocahepevirus ratti genotype 1, RHEV). Three
research projects (ARMAGUEDON - ANR-20-CE03-
0007-02, RATVAR - ANRS EMERGEN ANRS0163 and

Zone Atelier Environnementale Urbaine in
Strasbourg), covering eight major French cities

(Paris, Lyon, Marseille, Bordeaux, Besançon, Nantes
and Nancy), were conducted between 2021 and 2023

to investigate the geographic distribution and
genetic diversity of these two viruses (among other

pathogens) in wild brown rat populations. As
expected, RNA positivity rates varied according to

pathogen, weight class, cities and habitat type
(urban parks, social housing areas and sewers).

Overall, rat Hepatitis E virus was detected in 30.5% of
captured rats (209/686) followed by Seoul virus in
14.3% (99/690). In at least two cities (Bordeaux and
Lyon), SEOV/RHEV co-infections were detected in

rats. Whole viral genome sequences were obtained
using metagenomic analysis. Distinct RHEV strains

and SEOV genotypes circulating in wild rats from the
different cities were identified. Phylogenetic analysis
revealed high homology between these RHEV and

SEOV sequences, and those described in Europe (and
in France for SEOV), some of which were detected in

human cases. These results underline the
importance of ongoing monitoring and

management of rat populations to reduce health
risks. In line with these research projects,

investigations will continue with the evaluation of
the circulation (and strain infectivity) of these two

pathogens and Leptospira in wastewater in mainland
France (ANR-24-PEPZ-0002 RATSWIM project).

RATSWIM - Rodent Assessment Through Sewers and
Sewage Water Impact on Mammals reservoir This

project investigates the role of urban rodents in the
circulation of zoonotic pathogens and evaluates

wastewater as a tool for their surveillance. Rodents
are among the most diverse and abundant

mammalian orders and are major reservoirs of
emerging and re-emerging pathogens such as

poxviruses (including MPXV), hantaviruses, rodent
hepatitis E virus (RHEV), and Leptospira spp. Many

synanthropic rodent species thrive in cities,
particularly in sewers and parks, where they can

contaminate the environment and expose humans
to infection. Building on the success of wastewater-
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based monitoring during the COVID-19 pandemic,
this project assesses whether wastewater can reliably

reflect pathogen circulation within rodent
populations, offering a cost-effective alternative to
wildlife trapping. In addition, the project examines

the potential role of wastewater in maintaining
rodent reservoirs by evaluating the infectivity of
selected pathogens using 2D cell cultures and 3D

organoid models. Hantavirus NRC - Surveillance of
Hantavirus human cases in France In 2025, 28 acute

hantavirus cases were detected in the traditional
endemic area in metropolitan France: 16 PUUV

(reservoir host: Myodes glareolus), 4 SEOV (reservoir
host: Rattus norvegicus) and, 8 anti-hantavirus
positive IgM and IgG antibodies. The four SEOV
cases were detected in the southern part of the

PUUV-endemic area and involved four men with a
median age of 54 years. The detection of human

SEOV cases is rare in Europe. Since 2012, the
Hantavirus NRC has identified 15 autochthonous
SEOV cases in France, associated with different

sources of contamination, including pet, breeding
and wild rats. We also diagnosed two imported cases

of PUUV infection: one case involved a patient
exposed abroad in their country of residence
(Belgium), and the second involved a patient

residing in metropolitan France who was exposed
abroad during travel in Eastern Europe (Croatia or
Slovenia). No human cases of Maripa hantavirus

infection (reservoir hosts: Zygodontomys brevicauda
and Oligoryzomys delicatus) have been diagnosed in

French Guyana in 2024. Since 2008, 11 cases have
been detected in French Guyana, including six

deaths.

•1.a The centre has implemented and evaluated
PCR-based genotyping protocols for Mpox cades Ia,
Ib, IIa and IIb as well as PCR-based generic protocols
for newly emerging orthopoxviruses (i.e. BorealPox

virus) •1.b As part of the NRC’s missions, the
molecular diagnostic RealStar® Hantavirus-HFRS
RUO 1.0 kit (Ref : 851003, Altona Diagnostics) was

evaluated for Puumala virus detection. The
evaluation showed an overall concordance of 91.7%
between the kit and the CNR reference method at
the time of diagnosis. Specificity was 100%. The

French Hantavirus NRC recommends the RealStar®
Hantavirus-HFRS RUO 1.0 kit for Puumala virus

detection in clinical plasma or serum samples. •1.c
Several clusters of lumpy skin disease are currently

under surveillance in mainland France. In an attempt
to be prepared for the diagnosis of human contacts,

we are developing different protocols of Next
Generation Sequencing allowing the detection and
the whole genome sequencing of the virus. We are

working on developing different pan-generic
AmpliSeq tools targeting the Capripoxvirus,

Parapoxvirus and Orthopoxvirus genera able to
discriminate virus species within each genus. We

already have developed a metagenomic Nanopore-
based protocol for MPOX that would be used to
obtain the whole genome of Lumpy skin disease
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Diagnosis, biotechnology and laboratory (true) 1/ Evaluation of molecular diagnostic platforms 2/
Viral culture

virus if needed •1.d In the framework of the OneBAT
project, the center has developed and implemented

a proficiency test to evaluate different molecular
techniques (RT-(q)PCR) for the detection of

coronaviruses, lyssaviruses and filoviruses, by
producing and sharing reference materials. These
materials have already been used by a reference

laboratory in other projects to compare other similar
molecular assays. •1.e In the framework of the

OneBAT project, the center has participated to the
development and the evaluation of a rapid

diagnostic assay (based on LAMP strategy) for the
molecular diagnosis of Lloviu virus. •1.f In the

framework of the OneBAT project, the center has
developed and tested AmpliSeq assays for the
detection and the sequencing of two zoonotic

lyssaviruses (Lleida bat lyssavirus and West
Caucasian bat lyssavirus) •1.g In the framework of
the OneBAT project, the center has developed and
tested air sampling using Bertin airsamplers in bat
caves, based on a metagenomic strategy. •2.a The
centre has developed an optimized protocol for

Borealpox virus culture and titration. •2.b The center
has produced a large panel of primary bat cell lines

for 1/ substrate for virus isolation from bats and 2/ in
vitro model to investigate the mechanisms of virus

infection and cell response in relevant bat models. In
the framework of the OneBAT project, these cell lines

were used to decipher the virus infectivity and
potential spill-over mechanisms of lyssaviruses and

filoviruses. Using these cell lines, the center was able,
for the first time, to isolate alpha-coronaviruses from
Miniopterus bats. •2.c The center has produced also
primary rodent (squirrel) cell lines, which are used to

investigate the mechanisms of infection and the
potential spill-over mechanisms of orthopoxviruses,

including monkeypoviruses and borealpoxvirus.

TOR 3: HARMONISATION OF STANDARDS

2. Proposal or development of any procedure that will facilitate harmonisation of international regulations applicable to the main fucus area for which you were
designated

Proposal title Scope/Content Applicable Area

Proficiency test for the molecular
diagnosis of lyssaviruses,

coronaviruses and filoviruses

In the framework of the OneBAT project, the center has
developed a panel of reference materials for the evaluation of the

techniques (RT-(q)PCR) for the molecular detection of
lyssaviruses, coronaviruses and filoviruses. This panel has been

distributed and evaluated among the 6 involved partners
(including 2 reference laboratories for rabies, with IZSVe, Italy and

Anses-Nancy, France

Laboratory Expertise

3. In exercising your activities, have you identified any regulatory research needs* relevant for WOAH?

4. Did your Collaborating Centre maintain a network with other WOAH Collaborating Centres (CC), Reference Laboratories (RL), or organisations designated for the same
specialty, to coordinate scientific and technical studies?
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Yes

Name of WOAH CC/RL/other
organisation(s) Location

Region of
networking

Centre
Purpose

Friedrich-Loeffler-Institut,(FLI) Institute
of Novel and Emerging

Infectious Diseases
Insel Riems, Germany Europa

FLI and I. Pasteur are 2 core
members of the project for

the European Health
Emergency Preparedness and
Response Authority (HERA):
Delivering a Unified Research
Alliance of Biomedical and
public health Laboratories

against Epidemics

Istituto Zooprofilattico Sperimentale
dell'Abruzzo e del Molise

(IZSAM)
Teramo, Italy Europa

ISZAM and I. Pasteur are
partners of the EU funded

OneHealthSecure Network.
ISZAM and I. Pasteur are

partners of the EU funded
OneHealthSecure Network

The aims are to strengthen a
network of laboratories and

health institutions to prevent
vector-borne diseases in 22

countries around the
Mediterranean, Balkans, Black

Sea, Maghreb and Sahel
regions. Enhancing

preparedness and response
capacities to vector-borne

diseases by promoting a One
Health approach is the core of
the OneHealthSecure project.

Istituto Zooprofilattico Sperimentale
delle Venezie (IZSVe)

Padova, Italy Europa

IZSVe and I. Pasteur are
partners of the OneBAT
project. The aim is to

investigate the trigger for viral
spillovers from European bats

to humans or domestic
animals, focusing on the bat
Miniopterus schreibersii and
high-consequence viruses
(filoviruses, coronaviruses,

lyssaviruses).

Nancy Laboratory for Rabies and Wildlife
(Anses-Nancy)

Nancy, France Europa

Anses-Nancy and I. Pasteur
are partners of the OneBAT

and SPAIR project The aim of
OneBAT is to investigate the

trigger for viral spillovers from
European bats to humans or
domestic animals, focusing

on the bat Miniopterus
schreibersii and high-
consequence viruses

(filoviruses, coronaviruses,
lyssaviruses) The aim of SPAIR

project is to investigate the
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global objective of the SPAIR
project is to assess pesticides

(such as rodenticides,
herbicides and insecticides) as

potential drivers of the
emergence/re-emergence of

infectious disease at the
French scale, in rodents and
bats sharing the same living

areas as humans

TOR 4 AND 5: NETWORKING AND COLLABORATION

5. Did your Collaborating Centre maintain a network with other WOAH Collaborating Centres, Reference laboratories, or organisations in other disciplines, to coordinate
scientific and technical studies?

Yes

Name of WOAH CC/RL/other
organisation(s) Location

Region of
networking

Centre
Purpose

WOAH Wildnet Worldwide

Africa

Americas

Asia and Pacific

Europe

Middle East

Participation in the network,
draft documents and

workshops.

TOR 6: EXPERT CONSULTANTS

6. Did your Collaborating Centre place expert consultants at the disposal of WOAH?

Yes

Name of expert Kind of consultancy Subject

Jean-Claude MANUGUERRA and
Jessica VANHOMWEGEN

Principal drafters of the WOAH case definition
Crimean-Congo Haemorrhagic Fever

Jessica VANHOMWEGEN Participation in the draft of WOAH SOP
Wildlife outbreak investigation

TOR 7: SCIENTIFIC AND TECHNICAL TRAINING

7. Did your Collaborating Centre provide advice/services to requests from Members in your main focus area?

Yes
Advice on the choice of CCHFV molecular, serological and sequencing assays provided to IP Algeria and IP Tunisia.

8. Did your Collaborating Centre provide scientific and technical training, within the remit of the mandate given by WOAH, to personnel from WOAH Members?

Yes 
a) Technical visit : 1 
b) Seminars : 0 
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c) Hands-on training courses: 4 
d) Internships (>1 month) : 1 

Type of technical training
provided (a, b, c or d)

Content
Country of origin of the expert(s) provided

with training
No. participants from the corresponding

country

C
Training on multiplex immuno-assays and

serosurvey data analysis for bird-associated
diseases

French Guiana 1

C
Training on multiplex immuno-assays and

serosurvey data analysis for cattle-
associated diseases

Senegal 1

C
Training on multiplex immuno-assays and
serosurvey data analysis for bat-associated

diseases

Hungary 2

D

Training on molecular diagnosis and
sequence analysis of rabies and other

related-lyssaviruses for human and animal
diagnosis and surveillance

Tunisia 1

A
Technical visit on multiplex immuno-assays

for equine encephalitis
France 3

TOR 8: SCIENTIFIC MEETINGS

9. Did your Collaborating Centre organise or participate in the organisation of scientific meetings related to your main focus area on behalf of WOAH?

No

TOR 9: DATA AND INFORMATION DISSEMINATION

10. Publication and dissemination of any information within the remit of the mandate given by WOAH that may be useful to Members of WOAH
a) Articles published in peer-reviewed journals:
17
1. Epidemiological and antigenic inferences from serological cross-reactivity among arboviruses. O'Driscoll M, Hozé N, Lefrancq N, Ribeiro Dos Santos G, Hoinard D, Rahman

MZ, Paul KK, Naser Titu AM, Alam MS, Hossain ME, Vanhomwegen J, Cauchemez S, Gurley ES, Salje H. Sci Transl Med. 2025 Nov 26;17(826):eads8680. doi: 

10.1126/scitranslmed.ads8680. Epub 2025 Nov 26. 

2. A Multiplex Serological Assay for the Detection of Antibody Responses to Arboviruses. Gasasira MF, Garcia L, Donnadieu F, Pelleau S, Vanhomwegen J, Rasoloharimanana 

LT, Dorigatti I, Schoenhals M, Toure-Balde A , Vigan-Womas I, Niang M, White M. J Vis Exp. 2025 Nov 4;(225):69259. doi: 10.3791/69259.

3. National burden and optimal vaccine policy for Japanese encephalitis virus in Bangladesh. Duque MP, Paul KK, Sultana R, Ribeiro Dos Santos G, O'Driscoll M, Naser AM, 

Rahman M, Alam MS, Al-Amin HM, Rahman MZ, Hossain ME, Paul RC, Krainski E, Luby SP, Cauchemez S, Vanhomwegen J, Gurley ES, Salje H. Lancet Infect Dis. 2025 Nov 

18:S1473-3099(25)00590-0. doi: 10.1016/S1473-3099(25)00590-0.

4. Zika virus: advancing a priority research agenda for preparedness and response. Lackritz EM, Ng LC, Marques ETA , Rabe IB, Bourne N, Staples JE, Méndez-Rico JA , Harris 

E, Brault AC, Ko AI, Beasley DWC, Leighton T, Wilder-Smith A , Ostrowsky JT, Mehr AJ, Ulrich AK, Velayudhan R, Golding JP, Fay PC, Cehovin A , Moua NM, Moore KA , 

Osterholm MT, Barrett ADT; Zika Expert Workgroup. Lancet Infect Dis. 2025 Jul;25(7):e390-e401. doi: 10.1016/S1473-3099(24)00794-1. Epub 2025 Feb 27.

5. Zika virus vaccines and monoclonal antibodies: a priority agenda for research and development. Ostrowsky JT, Katzelnick LC, Bourne N, Barrett ADT, Thomas SJ, Diamond 

MS, Beasley DWC, Harris E, Wilder-Smith A , Leighton T, Mehr AJ, Moua NM, Ulrich AK, Cehovin A , Fay PC, Golding JP, Moore KA , Osterholm MT, Lackritz EM; Zika Expert 

Workgroup. Lancet Infect Dis. 2025 Jul;25(7):e402-e415. doi: 10.1016/S1473-3099(24)00750-3. Epub 2025 Feb 27.

6. Specimen and data sharing to advance research and development on Zika virus. Peeling RW, Fongwen NT, Guzman MG, Méndez-Rico JA , Avumegah MS, Jaenisch T, 
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Lackritz EM; Zika Expert Workgroup. Lancet Microbe. 2025 Jun;6(6):101057. doi: 10.1016/j.lanmic.2024.101057. Epub 2025 Feb 27.

7. Role of non-human primate models in accelerating research and developing countermeasures against Zika virus infection. Li A , Coffey LL, Mohr EL, Raper J, Chahroudi A , 

Ausderau KK, Aliota MT, Friedrich TC, Mitzey AM, Koenig MR, Golos TG, Jaeger HK, Roberts VHJ, Lo JO, Smith JL, Hirsch AJ, Streblow DN, Newman CM, O'Connor DH, Lackritz 

EM, Van Rompay KKA , Adams Waldorf KM; Zika Expert Workgroup. Lancet Microbe. 2025 Jun;6(6):101030. doi: 10.1016/j.lanmic.2024.101030. Epub 2025 Feb 27. 

8. Antiviral activity of tecovirimat against monkeypox virus clades 1a, 1b, 2a, and 2b. Postal J, Guivel-Benhassine F, Porrot F, Grassin Q, Crook JM, Vernuccio R, Caro V, 

Vanhomwegen J, Guardado-Calvo P, Simon-Lorière E, Dacheux L, Manuguerra JC, Schwartz O. Lancet Infect Dis. 2025 Mar;25(3):e126-e127. doi: 10.1016/S1473-

3099(25)00014-3. Epub 2025 Jan 23.

9. Clinical Characterization and Outcomes of Human Clade IIb Mpox Virus Disease: A European Multicenter Mpox Observational Cohort Study (MOSAIC). Pesonel E, 

Laouénan C, Guiraud L, Bourner J, Hoffmann I, Molino D, Tardivon C, Bachelet D, Mentré F, Amstutz A , Merson L, Rojek A , Cervantes Gonzalez M, Antinori A , Castagna A , 

Nozza S, Pourcher V, Libois A , Dunning J, Tacconelli E, Hites M, De La Calle Prieto F, Horby P, Yazdanpanah Y, Calmy A , Lescure FX, Olliaro P; Mpox ObServAtIonal Cohort 

(MOSAIC) Study Group. Clin Infect Dis. 2025 Jun 4;80(5):1060-1073. doi: 10.1093/cid/ciae657.

10. Leopardi S, Dacheux L, Serra-Cobo J, Ábrahám Á, Bajić B, Bourhy H, Bücs SL, Budinski I, Castellan M, Drzewniokova P, Dundarova H, Festa F, Kergoat L, Leuchtmann M, 

López-Roig M, Pontier D, Priore MF, Robardet E, Scaravelli D, Zecchin B, Lanszki Z, Görföl T, Kemenesi G, De Benedictis P. European distribution and intramuscular 

pathogenicity of divergent lyssaviruses West Caucasian bat virus and Lleida bat lyssavirus. iScience. 2025 Jan 2;28(2):111738. doi: 10.1016/j.isci.2024.111738. PMID: 

39898037. hal-04945057v1.

11. Luo DS, Harazim M, Maufrais C, Bonas S, Martinkova N, Lalis A , Nakouné E, Adjogoua EV, Douno M, Kadjo B, López-Roig M, Pikula J, Shi ZL, Bourhy H, Serra-Cobo J, 

Dacheux L. Broad geographical circulation of a novel vesiculovirus in bats in the Mediterranean region. PLoS Negl Trop Dis. 2025 Jun 12;19(6):e0013172. doi: 

10.1371/journal.pntd.0013172. eCollection 2025 Jun. PMID: 40504866. hal-05209881v1.

12. Marmet J, Dacheux L, Worsley-Tonks K, Picard-Meyer E, Bourhy H, Parize P. Bat rabies exposures and safety practices among a self-selecting sample of French bat 

handlers. 2025. IJID One Health, 100079. hal-05211039v1.

13. Luo DS, Zhou ZJ, Ge XY, Bourhy H, Giotis ES, Grandadam M, Shi ZL, Dacheux L. Genomic characterization of three unclassified rhabdoviruses from mosquitoes in 

Malaysia and Central Africa. Virol Sin. 2025 Dec;40(6):1045-1049. doi: 10.1016/j.virs.2025.11.003. PMID: 41242613.

14. Fadzai LG, Chidoti V, Loisier A , Zinyakasa T, Mashura G, Pinarello V, Lannoy J, Missé D, Mwandiringana E, Bourgarel M, Matope G, Bonas S, Conan A , Liégeois F*, 

Dacheux L*. Genetic diversity of rabies virus in Zimbabwe. Discover Viruses. 2025 2:28. doi.org/10.1007/s44370-025-00033-w.

15. Garona J, Berard A , Tatard C, Kwasiborski A , Gauthier P, Atteynine SA , Hourdel V, Eusebe A , Diagne C, Caro V, Brouat C, Charbonnel N, Sauvage V, Granjon L, Castel 
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b) International conferences:
8
1. European Congress of Virology, Dubrovnik, Croatia, 2025

2. Democracy And Pandemics: A common ground for prevention and preparedness, Georgio Cini Foundation, Venice, Italy, 2025

3. SPOP Workshop at the South Pacific Community: Genomic surveillance of pathogens in the Pacific with an One Health approach, Noumea, New Caledonia, 2025

4. Global health in tropical regions:  Perspectives from latin america and west africa in a changing world, Virological surveillance during sanitary crises: sequencing tools 

and emergence detection, Instituto Pasteur de Sao Paulo, Brazil, 2025

5. 8th Hellenic & Paris Pasteur Institute Young Scientists Conference 2025, Athens, Greece, 2025

6. London Calling Technology Update 2025 Oxford Nanopore Technologies PLC, London, UK, 2025

7. WOAH Global Conference on Biological Threat Reduction, Geneva, Switzerland, 2025

8. Medical Biodefense Conference, Munich, Germany, 2025
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c) National conferences:
1
Journées Francophones de Virologie (Lyon, France, 2025)

    

d) Other (Provide website address or link to appropriate information):
0

    

11. What have you done in the past year to advance your area of focus, e.g. updated technology?
- Development and validation of an Luminex antigen panel for the detection of IgG againstbat-borne viruses (especially lyssaviruses, coronaviruses and filoviruses)

- Implementation of a platform for the detection and quantification of neutralizing antibodies against lyssaviruses, coronaviruses and filoviruses, based on viral 

pseudotypes assays

- Implementation of air sampling detection approach in bat caves, associated to the molecular characterization of the associated viruses (based on metagenomic 

approaches)

- Validation of the bat cell models for bat virus isolation and characterization

    

12. Additional comments regarding your report:

    


